The average expression values for expressed piRNA (n=276 in normals and n=635 in tumours) were calculated and rank normalized for each normal and tumour tissue type, and used along with piRNA genomic coordinates to create custom tracks for display in the UCSC Genome Browser on the latest built (GRCh37/hg19, Feb. 2009). Expression levels are illustrated on a colour scale ranging from light gray to black indicating low and high expression values, respectively. The colour scales for each tissue type are defined by the piRNA with the lowest average expression (i.e. rank=1) and the highest average expression (rank=276 for normals and rank=635 for tumours). These publically available tracks contain rank normalized expression data for 11 normal tissue types and 12 tumour tissue types. 
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